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5.1.6 

Compugen Ltd. 



OM nucleic - nucleic search, using sw model 

Run on: January 19, 2005, 10:47:26 ; Search time 1944 Seconds 

(without alignments) 
9584,435 Million cell updates/sec 



Title: US-09-552-087B-1 
Perfect score: 3 94 

Sequence: 1 agctttccctctttgaacaa gcgtgactcgcgggatgcgt 394 

Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 4526729 seqs, 23644849745 residues 

Total number of hits satisfying chosen parameters: 9053458 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : GenEmbl : * 



1 




gb_ba : * 


2 




gb_htg : * 


3 




gb_in : * 


4 




gb om : * 


5 




gb ov : * 


6 




gb_pat : * 


7 




gb_ph : * 


8 




gb_pl : * 


9 




gb_pr : * 


10: 


gb_ro : * 


11: 


gb_sts : * 


12 : 


gb_sy : * 


13 : 


gb un : * 


14 : 


gb_vi : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 

% 

Result Query 

No. Score Match. Length DB ID Description 



c 1 170.2 43.2 86497 8 AP004525 AP004525 Lotus cor 

c 2 167 42-4 106033 8 AP006128 AP006128 Lotus cor 

C 3 159.4 40.5 4921 8 *AF325187 AF325187 Phaseolus 
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OM nucleic - nucleic search, using sw model 



Run on: 



January 19, 2005, 09:34:50 ; Search time 416 Seconds' 

(without alignments) 
4971.807 Million cell updates/sec 



Title: US-09-552-087B-1 
Perfect score : 394 



Sequence : 



1 agctttccctctttgaacaa gcgtgactcgcgggatgcgt 394 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 4134886 seqs, 2624710521 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



8269772 



Database 



N_Geneseq_23Sep04 
1 : geneseqnl980s 
2 : geneseqnl990s 
3: geneseqn2000s 
4': geneseqn2 001as 
5 : geneseqn2001bs 
6 : geneseqn2002as 
.7 : geneseqn2002bs 
8 : geneseqn2003as 
9 : geneseqn2003bs 
10 : geneseqn2003cs 
11 : geneseqn2003ds 
12 : geneseqn2004s : 



: * 

: * 
★ 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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OM nucleic - nucleic search, using sw model 



Run on: 



January 19, 2005, 11:43:56 ; Search time 85 Seconds 

(without alignments) 
3294.716 Million cell updates/sec 



Title: 

Perfect score: 
Sequence: 



US-09-552-087B-1 
394 

1 agctttccctctttgaacaa gcgtgactcgcgggatgcgt 394 



Scoring table: 



IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



824507 seqs, 355394441 residues 



Total number of hits satisfying chosen parameters: 



1649014 



Minimum DB seq length: 0 

Maximum DB seq' length: 2000000000 

Post -processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : Issued_Patents__NA: * 

1 : /cgn2_6/ptodata/l/ina/5A_COMB. seq: * 

2: /cgn2_6/ptodata/l/ina/5B_C0MB.seq:* 

3 : /cgn2_6/ptodata/l/ina/6A_COMB. seq: * 

4 : /cgn2_6/ptodata/l/ina/6B_COMB. seq: * 

5: /cgn2_6/ptodata/l/ina/PCTUS_COMB. seq: * 

6 : /cgn2_6/ptodata/l/ ina/backf ilesl . seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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Sequence 


561, App 
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10 


35 


8 


9 
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4 
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09 
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Sequence 


10533, A 


c 


11 


34 .8 


8 


8 
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3 


us- 


09 
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Sequence 


19, Appl 


c 


12 


34 . 8 


8 


8 
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4 . 
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09 
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Sequence 


19, Appl 


c 


13 


34.6 


8 


8 


12571 


3 
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09 
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Sequence 


20, Appl 
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14 
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8. 


8 
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4 
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09 
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Sequence 


20, Appl 
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33 .8 
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6 
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4 
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09 
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Sequence 
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c 


16 


32.6 


8. 


3 
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3 
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30, Appl 
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O 


o 
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9 9 
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AppX 


c 


z u 


7 9 
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Q 
O 




9 Q m 
z cs U 1 


/I 


T TC 

Ub - 


n Q 
u y 


4 n 9 
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9 n 


Appi 
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O 




9 Q m 

Z cS U 1 




T TC 

Ub - 
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4 n 9 
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9 9 
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Appl 


c 
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9 9 
J z 


. D 
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O 
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-3 
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Uo ~ 
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o 


. o 
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UO 
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9 

Z D / 
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9 9 
J z 


. D 
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o 
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Uo 


0 Q 
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U U 3 
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- \J O X - Z 
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24, 
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9 tr 
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9 9 
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. O 


Q 

o 


o 
. J 


9 Q 9 C 


-3 
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Ub - 


n 0 


n n c: 


ART 9 


bequence 


26, 


Appl. 


c 


9 

Z D 


9 9 
J Z 


£Z 

- D 


Q 




9 ft 9 
Z cS O D 


A 


T TC 
Ub - 


n Q 
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-4 09 


0 4 9 T7 9 4 
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bequence 


24, 
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9 '7 
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Jz 
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O 
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9 ft 9 
Z O J D 


/I 
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bequence 


26, 
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c 
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JZ 
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Q 
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. o 


y X J y 


-3 
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Ub - 
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- ^ / 0 - Z Z 
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22, 
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c 


9 Q 
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. D 


Q 
O 


. o 


019 0 
J X J 
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Ub 


0 Q 
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D 0 0 


1 0 ^^T^ 9 9 
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22, 
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J U 
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JZ 
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O 


. z 


ft T 
O O 1 




T TC 

Ub - 
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9 /I Q 
- Z 4 cS 


'7Q/rA CRQ1 

- / y da- Db 0 i 


Sequence 


6581, Ap 


c 


1 
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9 9 
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A 


Q 
O 


. z 


• T R 0 0 
X _) 




T TC 

Ub 


0 0 
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94 ft 

- z ^ 0 


70£^n R97R 


bequence 


5375, Ap 


c 


9 

o z 
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Q 
O 
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*± X D X 




T TC - 

uo 


Oft 


-700 

/ y u 
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— J X / - X 


C ^/~n 1 
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1, 
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99 
O z 


A 
. *± 


Q 

o 


9 


4 1 1 

1 X O X 


9 


TTC- 


Oft 


- 7Q0 


_ R 1 7-1 Q 
OX/ X J? 


C om 1 on 0 
0 cqUfciilv-C 


19, 


Appl 






99 
o z 


9 


Q 
O 


9 


9 001 

O U U X 


4 




OQ 


- R9 Q 


- 9 9 9T^- 1 1 Q 


C o/^i 1 on 0 


119, App 




O D 


99 
J z 


9 


Q 
O 


9 


9001 

J U VJ X 


*± 


TTQ - 


OQ 


- R9 Q 


- 9 9 9n- 99 R 


C 0/T1 1 on 0 

0 trquciiL-c 


225, App 
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yl 
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Uo 
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-94ft 
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12588, A 


C 


'i.l 
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O 

o 
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X U 
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*t 
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00 
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- / X U 
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C 0/^1 1 on 0 
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Q 


. 1 


1 4 tr 9 
X'l DZ 
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Ub - 
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9 7 Q 9 19 1 

-z / y- oxji 


Sequence 


3131, Ap 


t_ 






99 


o 
o 


1 

. ± 


9 Q9f^ 

J I? ^ D 




TTC - 


OQ 


-710 

/ X \J 


-97Q_4900 


C o^i 1 on ^ 0 
kPtrqutrllUtr 


4300, Ap 




40 




32 


8 , 


. 1 


7454 


4 


us- 


08 


-836 


-687B-29 


Sequence 


29, 


Appl 




41 




32 


8 , 


. 1 


21234 


4 


us- 


09 


-810 


-671-3 


Sequence 


3, 


Appli 




42 




32 


8 , 


. 1 


21234 


4 


us- 


10 


-109 


-854-3 


Sequence 


3, 


Appli 




43 




32 


8 , 


. 1 


21234 


4 


us- 


10 


-339 


-656-3 


Sequence 


3, 


Appli 


C 


44 


31 


.8 


8 


. 1 


1278 


4 


us- 


09 


-540 


-236-1546 


Sequence 


1546, Ap 




45 


31 


.8 


8 , 


. 1 


1525 


4 


us- 


09 


-270 


-767-12424 


Sequence 


12424, A 



Run on: 



January 19, 2005, 10:42:46 ; Search time 436 Seconds 

(without al ignment s ) 
5192.385 Million cell updates/sec 



Title: 

Perfect score: 
Sequence: 



US-09-552-087B-1 
394 

1 agctttccctctttgaacaa . 



.gcgtgactcgcgggatgcgt 394 



8600550 



Scoring table: IDENTITY__NUC 

Gapop 10.0 , Gapext 1.0 

Searched: '4300275 seqs, 2872944193 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 
Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : Published_Applications_NA: * 

1 : /cgn2_6/ptodata/2/pubpna/US07_PUBCOMB. seq: * 

2 : /cgn2_6/ptodata/2/pubpna/PCT_NEW_PUB. seq: * 

3 : /cgn2_6/ptodata/2/pubpna/US06_NEW_PUB. seq: * 

4 : /cgn2_6/ptodata/2/pubpna/US06_PUBCOMB. seq: * 

5 : /cgn2_6/ptodata/2/pubpna/US07_NEW_PUB. seq: * 

•6 : /cgn2_6/ptodata/2/pubpna/PCTUS_PUBC0MB . seq: 

7 : /cgn2_6/ptodata/2/pubpna/US08_NEW_PUB. seq: * 

8 : /cgn2_6/ptodata/2/pubpna/US08_PUBCOMB. seq: * 

9 : / cgn2_6 /pt oda t a / 2 /pubpna / US 0 9A_PUBC0MB . s eq : 
10 : /cgn2_6/ptodata/2/pubpna/US09B_PUBCOMB. seq 
11 : . /cgn2_6/ptodata/2/pubpna/US09C_PUBCOMB. seq 
12 : /cgn2_6/ptodata/2/pubpna/US09_NEW_PUB. seq: 
13 : /cgn2_6/ptodata/2/pubpna/US10A_PUBCOMB. seq 
14 : /cgn2_6/ptodata/2/pubpna/US10B_PUBCOMB. seq 
15: /cgn2_6/ptodata/2/pubpna/US10C_PUBCOMB. seq 
16 : /cgn2_6/ptodata/2/pubpna/US10D_PUBCOMB. seq 
17: /cgn2_6/ptodata/2/pubpna/US10E_PUBCOMB, seq 
. 18: /cgn2_6/ptodata/2/pubpna/US10_NEW_PUB. seq 
19 : /cgn2_6/ptodata/2/pubpna/USll_NEW_PUB. seq 
20 : /cgn2_6/ptodata/2/pubpna/US60_NEW_PUB- seq 
21 : /cgn2_6/ptodata/2/pubpna/US60_PUBCOMB, seq 

Pred- No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result Query 

No. Score Match Length DB ID 



Description 



C 1 159.4 40.5 4298 10 
C 2 159.4 40-5 4921 10 
C 3 114.6 29.1 4430 17 



US-09-997-672-1 
US-09-997-672-2 
US-10-437-963-13434 



Sequence 1, Appli 
Sequence 2, Appli 
Sequence 13434, A 
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A 
r\ 
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GenCore version 5. 
Copyright (c) 1993 - 2005 



1.6 

Compugen Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title:. 

Perfect score: 
Sequence : 

Scoring table: 



Searched : 



January 19, 2005, 09:06:46 ; Search time 2998 Seconds 

{without alignments) 
4788.944 Million cell updates/sec 

US-09-552-087B-1 
394 

1 agctttccctctttgaacaa gcgtgactcgcgggatgcgt 394 

IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



32822875 seqs, 18219865908 residues 



Total number 'Of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



65645750 



Database 



EST: * 

1 : gb_estl : * 

2 : gb_est2 : * 

3: gb_htc:.* 

4 : gb_est3 : * 

5 : gb_est4 : * 

6 : gb_est5 : * 

7 : gb_est6 : * 

8 : gb_gssl : * 

9 : gb_gss2 : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score • Match Length DB ID Description 
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